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In order to optimize the medication based on the background
of each patient, a variety of research for dosage adjustment
using  genetic information is in progress. However our
understanding for individual variations of the efficacy and
adverse reactions of medicines still remains to be further
investigated. My research topics are the evaluation of the
biological factors which affect the pharmacokinetics (and
pharmacodynamics) and the extent of drug-drug interactions
(DDI) as follows,

(I) The effects of genetic and epigenetic factors on inter-
individual differences of the protein expression and function
of the metabolic enzyme and transporters

The aim of this research topic is to evaluate the contribution

and/or

polymorphism for cytochromeP450 enzyme and transporter

of  genetic epigenetic  factors such  genetic
and epigenetic regulation by microRINA and N-glycosylation
etc on pharmacokinetic profiles certain drugs.

(2) Investigation of the inter-individual differences in the
extent of DDI induced by inhibition/induction of metabolic
enzymes and transporters and modeling & simulation using
IVIVE method. The aim of this research topic is to
quantitatively evaluate the contribution of factors which affect
the profiles of DDI induced by inhibition/induction
and

metabolism/inhibition and uptake method.

metabolic  enzyme transporters  using m  vitro

ERRK

I) Kataoka H, Akiyoshi T, er al, The effects of N-
glycosylation on the expression and transport activity of
OATPIA2 and OATP2BI. J Pharm  Sci
2024 ;113:1376-1384. doi: 10.1016/j.xphs.2024.02.012.

2) Akiyoshi T, er al, Analysis of inhibition kinetics of three
beverage ingredients, bergamottin, dihydroxybergamottin
and resveratrol, on CYP2CY activity. Drug Metabol
Pharmacokinet. 2022. doi: 10.1016/ j.dmpk.

3) Akiyoshi T, er al, Comparison of the inhibitory profiles
of itraconazole and cimetidine in cytochrome P450 3A4
genetic variants. Drug Metab Dispos, 39 (4), 724-8,
2011

In silico docking simulation
EHEROERYDFEFICE T AEELEE
BlOFEEILCHTS B accesibility % docking
simulation Ik JEME L TWET.

FAER (CYP3A41) Ictb~. EHE (CYP3ALT)
BT, A ERODLL SEVIEICES
SN BEEERANECESCLERLTVET,
(E%GE 3 £Y5IH)



